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INTRODUCTION

e ?{ S tightly regulated at the transcriptional level by two main transcription factor families; NAC and MYB12,

MYB103 is required for normal secondary wall biosynthesis in Arabidopsis and its activation is regulated
by SND1, a master switch regulating SCW biosynthesis?®.

5//'5 RS « Plant secondary cell walls (SCWs) constitute the bulk of wood biomass. The biosynthesis of these walls is
T K

« MYB103 is involved in cellulose biosynthesiss. In another study mutant lines showed a decrease in
FERULATE-5-HYDROXYLASE (F5H), a key gene in the synthesis of syringyl (S) lignin.

« SCW biosynthesis has been extensively studied in Arabidopsis, but little is known about the functions of
MYB103 in SCW formation in Eucalyptus, an important tree species for paper and pulp industry.

AIM

« Phenotype and identify differentially expressed SCW-associated genes affected by dominant repression of
Eucalyptus grandis MYB103 (EgrMYB103-SRDX) in hybrid poplar.

Poplar growth trial layout a month before harvesting.
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RESULTS AND DISCUSSION

® Transgenic Wildtype EVC

pMDC32
C1.2
EVC 30.1
MSR 18.1
NTC

14

100 bp MM

I 1
2| 1 ; .
L ! L

10 ,

8

6

4

2

0

MSR6 MSR15 MSR12 MSR3 MSR18 MSR10 MSR7 MSR16 MSR14 MSR9

MSR 7.15
EVC 28.3
MSR16.7
MSR 18.4
MSR14.16
EVC 30.5
EVC 24.1
MSR18.6

c1.4
li MSR 7.9b

_——

Basal width mean values

MSR lines

Figure 2: RNA Gel electrophoresis image of samples extracted
Figure 1: Basal width mean comparison between transgenic plants, with Trizol reagent (Invitrogen).

wildtype and empty vector control (EVC). o _ _ _
* RNA optimisation was achieved with Trizol reagent

(Invitrogen) after attempting the SV total RNA
isolation system kit (Promega) and CTAB protocol.

« EgrMYB103 dominant repression did not result in any
visible change in phenotype.

- : * Half of the Trizol reagent (Invitrogen) extracted Figure 3: PCR gel electrophoresis images. (A) EgrMYB103 transgene
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SCW associated genes sequencing suggest possible contamination.
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grandis transcription factor in a non-native species.
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